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| | Edited the Current Application Data section with the actual current number. The number inputted by the 
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| | Added the mandatory heading and subheadings for "Current Application Data". 

| | Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

| | Changed the spelling of a mandatory field (the headings or subheadings), specifically: 
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3 <110> APPLICANT: Lerner, Richard A 

4 Sorge, Joseph A 

5 Winter, Gregory P 

6 Riechman, Lutz 

8 <120> TITLE OF INVENTION: A new method for tapping the immunological repertoire 

10 <130> FILE REFERENCE: 213839-00023 

12 <140> CURRENT APPLICATION NUMBER: 09/726,649 

> 13 <141> CURRENT FILING DATE: 2002-08-23 

15 <160> NUMBER OF SEQ ID NOS : 121 

17 <170> SOFTWARE: Patentln version 3.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 123 

21 <212> TYPE: PRT 

22 <213> ORGANISM: Mus musculus 
24 <220> FEATURE: 

2 5 <221> NAME/KEY: VARIANT 

26 <222> LOCATION: (1)..(123) 

2 7 <223> OTHER INFORMATION: HPCM2 - hybridoma 



30 


<4 00> SEQUENCE: 


1 
























32 


Glu 


Val 


Lys 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro 


Gly Gly 


33 


1 








5 










10 










15 




36 


Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


Phe 


Thr 


Phe 


Ser 


Asp 


Phe 


37 








20 










25 










30 






40 


Tyr 


Met 


Glu 


Trp 


Val 


Arg 


Gin 


Pro 


Pro 


Gly 


Lys 


Arg 


Leu 


Glu 


Trp 


He 


41 






35 










40 










45 








44 


Ala 


Ala 


Ser 


Arg 


Asn 


Lys 


Ala 


Asn 


Asp 


Tyr 


Thr 


Thr 


Glu 


Tyr 


Ser 


Ala 


45 




50 










55 










60 










48 


Ser 


Val 


Lys 


Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


He 


49 


65 










70 










75 










80 


52 


Leu 


Tyr 


Leu 


Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


He 


Tyr 


53 










85 










90 










95 




56 


Tyr 


Cys 


Ala 


Arg 


Asp 


Tyr 


Tyr 


Gly 


Ser 


Ser 


Tyr 


Trp 


Tyr 


Phe 


Asp 


Val 


57 








100 










105 










110 






60 


Trp 


Gly 


Ala 


Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 













120 



61 115 

64 <210> SEQ ID NO: 2 

65 <211> LENGTH: 123 

66 <212> TYPE: PRT 

67 <213> ORGANISM 

69 <220> FEATURE: 

70 <221> NAME/KEY: VARIANT 

71 <222> LOCATION: (1)..(123) 

72 <223> OTHER INFORMATION: HPCM3 -hybridoma 



Mus musculus 
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/ z> 


<400> SEQUENCE: 


z 
























77 


Glu 


Val 


Lys 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro 


Gly 


Gly 


78 


1 








5 










10 










15 




81 


Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


Phe 


Thr 


Phe 


Ser 


Asp 


Phe 


82 








20 










25 










30 






85 


Tyr 


Met 


Glu 


Trp 


Val 


Arg 


Gin 


Pro 


Pro 


Gly 


Lys 


Arg 


Leu 


Glu 


Trp 


He 


86 






35 










40 










45 








89 


Ala 


Ala 


Ser 


Arg 


Asn 


Lys 


Ala 


Asn 


Asp 


Tyr 


Thr 


Thr 


Glu 


Tyr 


Ser 


Ala 


90 




50 










55 










60 










93 


Ser 


Val 


Lys 


Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


He 


94 


65 










70 










75 










80 


97 


Leu 


Tyr 


Leu 


Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


He 


Tyr 


98 










85 










90 










95 





101 Tyr Cys Ala Arg Asp Tyr Tyr Gly Ser Ser Tyr Trp Tyr Phe Asp Val 

102 100 105 110 

105 Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser 

106 115 120 

109 <210> SEQ ID NO: 3 

110 <211> LENGTH: 123 

111 <212> TYPE: PRT 

112 <213> ORGANISM: Mus musculus 

114 <220> FEATURE: 

115 <221> NAME/KEY: VARIANT 

116 <222> LOCATION: (1)..(123) 

117 <223> OTHER INFORMATION: HPCM1 -hybridoma 
12 0 <4 00> SEQUENCE: 3 



122 


Glu 


Val 


Lys 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro 


Gly 


Gly 


123 


1 








5 










10 










15 




126 


Ser 


Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


Phe 


Thr 


Phe 


Ser 


Asp 


Phe 


127 








20 










25 










30 






130 


Tyr 


Met 


Glu 


Trp 


Val 


Arg 


Gin 


Pro 


Pro Gly 


Lys 


Arg 


Leu 


Glu 


Trp 


He 


131 






35 










40 










45 








134 


Ala 


Ala 


Ser 


Arg 


Asn 


Lys 


Ala 


Asn 


Asp 


Tyr 


Thr 


Thr 


Glu 


Tyr 


Ser 


Ala 


135 




50 










55 










60 










138 


Ser 


Val 


Lys 


Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


He 


139 


65 










70 










75 










80 


142 


Leu 


Tyr 


Leu 


Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


He 


Tyr 


143 










85 










90 










95 




146 


Tyr 


Cys 


Ala 


Arg 


Asp 


Tyr 


Tyr 


Gly 


Ser 


Ser 


Tyr 


Trp 


Tyr 


Phe 


Asp 


Val 


147 








100 










105 










110 






150 


Trp 


Gly 


Ala 


Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 













151 115 120 

154 <210> SEQ ID NO: 4 

155 <211> LENGTH: 123 

156 <212> TYPE: PRT 

157 <213> ORGANISM: Mus musculus 

159 <22 0> FEATURE: 

160 <221> NAME/KEY: VARIANT 

161 <222> LOCATION: (1)..(123) 
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1 fi 9 
x 0 & 


<223> OTHER INFORMATION: 


: HPCM6 -hybridoma 












1 fi ^ 
ID J 




4 
























1 fi 7 

X D / 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Glv 

J; 


Glv 


Glv 


Leu 


Val 


Gin 


Pro 


Gly 


Gly 


168 


i 

X 












10 










15 




1 71 

X / X 


Cpr TiPll A"TCI T i* 2 * 1 1 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


Phe 


Thr 


Phe 


Ser 


nop 


Phe 


172 


20 










25 










30 






1 7 R 

X f *J 




Val 


Arg 


Gin 


Pro 


Pro 


Gly 


Lys 


Arg 


Leu 


Glu 


'Prn 
xxp 


lie 


1 7fi 
x / u 


35 








40 










4 5 








1 7Q 


Ala Ala Ser Arg 


Asn 


T ,\7" c: 

XJ jr O 


Ala 


Aon 
noil 


A en 


Tvt 
xyr 


Thr 


Thr 


Glu 


Tvt 
xyx 


Ser 


Ala 


i fin 


50 






55 










fi 0 










1 fi ? 


Ser Val Lys Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


lie 


1 ft 4. 

X O *x 


65 




70 










75 










80 


1 fi7 
xo / 


Leu Tyr Leu Gin 


Met 


Asn 


Ala 


Leu 


Arg 


rVJL d 


(Zl ii 


A en 
nop 


Thr 


Ala 


lie 


Tvt 
xyx 


1 fifi 




85 










90 














1 Q1 


Tyr Cys Ala Arg 


Asp 


Tyr 


Tyr 


Asp 


Tyr 


Prn 

CX \J 


U-i c 


xrp 


xyr 


Php 
IT 11C 


Asp 


Vpi 1 
v d x 




100 










105 










110 
X X \J 






195 


Trp Gly Ala Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 














115 








120 


















X -7 -7 


<210> SEQ ID NO; 


; 5 
























zUU 


<211> LENGTH: 107 
























It \J X 


<212> TYPE: PRT 




























<213> ORGANISM: 


Mus 


musculus 


















904. 


<4 00> SEQUENCE: 


5 
























90fi 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Gly Gly 


Glv 


Leu 


v a. x 


ri~\ n 

\J X LI 


tr x kj 




Gl v 


207 


1 


5 










1 0 

X \J 










15 




91 0 


Ser Leu Arg Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Glv 


Phe 


rp Vl T* 
J. 1LX 


Phf=» 

IT 11C 


QOT* 
O " X 


A en 
nop 




911 

£ X X 


20 










25 










30 






914 


Tyr Met Glu Trp 


Val 


Arg 


Gin 


Pro 


Pro 


Glv 


Lys 


A y-rf 
rtX y 


Leu 


Glu 


fprn 

XX\J 


lie 


91 5 

.4 X _J 


35 








40 










45 








91 fi 
ij ± u 


Ala Ala Ser Arg 


Asn 


Lys 


Ala 


Asn 


Asp 


Tvt 
xyx 


Thr 


Thr 


Glu 


TVT 

xyx 


Ser 


Ala 


219 


50 






55 










60 










222 


Ser Val Lys Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


lie 


223 


65 




70 










75 










80 


226 


Leu Tyr Leu Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


lie 


Phe 


227 




85 










90 










95 




2 30 


Tyr Cys Ala Arg 


Asp 


Phe 


Tyr 


Arg 


Tyr 


Asp 


Gly 












2 31 


100 










105 
















234 


<210> SEQ ID NO: 


: 6 
























235 


<211> LENGTH: 123 
























236 


<212> TYPE: PRT 


























237 


<213> ORGANISM: 


Mus 


musculus 


















239 


<22 0> FEATURE: 


























240 


<221> NAME/KEY: 


VARIANT 






















241 


<222> LOCATION: 


(1) 


. .(123) 




















242 


<223> OTHER INFORMATION 


: HPCG8- hybridoma 












245 


<4 00> SEQUENCE: 


6 
























247 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro 


Gly 


Gly 


248 


1 


5 










10 










15 




251 


Ser Leu Arg Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


Phe 


Thr 


Phe 


Ser 


Asp 


Phe 
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90 










9 ^ 
















ICC 

A D D 


Ijfl 11G u ul U X X ^ 


v d x 


Arg 


bill 


Pro 


Pro 


\j j- y 


Lys 


Arg 


Leu 


bill 


Trp 


X 1 a 

lie 


9 Rfi 
Z DO 










A O 


















z> Z> 


Ala Ala Ser Arg 


Asn 


Lys 


Al a 


XT IlC 


Asp 


±yr 


X 111. 


X 11X 




xyr 


Ser 


Al a 
nla 


9 n 


50 
















D U 










9fi *3 

z U J 


Ser Val Lys Gly 


Arg 


Phe 


He 


val 


Car 


Arg 


Asp 


rp Vi 
X 11X 


Car 
OCX 


CI 1 n 
VjX 11 


Car 
OCX 


T I a 


9fi A 


65 




70 










7 R 










o u 


267 


Leu Tyr Leu Gin 


Met 


Asn 


Ala 


Leu 


A tct 


Ala 


Glu 


Asp 


Thr 


Ala 


lie 


xyx 


268 




85 










90 










95 




271 


Tyr Cys Ala Arg 


Asp 


Tyr 


Tyr 


Gly 


Ser 


Arg 


Tyr 


xxp 


xyx 


Phe 


A c: t~> 
nap 


Val 


272 


100 










105 










110 






275 


Trp Gly Ala Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 












276 


115 








120 


















97Q 


<210> SEQ ID NO 


7 


























<211> LENGTH: 123 
























281 


<212> TYPE: PRT 


























989 
x o ^ 


<213> ORGANISM: 


Mus 


musculus 




















<220> FEATURE: 


























not: 
zOj 


<221> NAME/KEY: 


VARIANT 






















9 ft fi 
ZOO 


<222> LOCATION: 


(1) 


..(123) 




















9 ft 7 


<22 3> OTHER INFORMATION 


: HPCG13 ■ 


-hybridoma 












9 QO 
z _? u 


<400> SEQUENCE: 


7 
























9 Q9 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


VclX 


CI 1 n 

VjX. 11 


Pro Gly 


oxy 


293 


1 


5 










10 










15 




Z -7 O 


Ser Leu Arg Leu 


Ser 


Cys 


Ala 


Leu 


Ser 


Gly 


Phe 




it lie 


Ser 


Asp 


tr lit: 


997 

Zi f 


20 










25 










30 






300 


Tyr Met Glu Trp 


Val 


Arg 


Gin 


Thr 


Pro 


Gly 


Lys 


A TTCT 

/\rg 


XjCLL 


Glu 


Trp 


lie 


301 


35 








40 










45 








304 


Ala Ala Ser Arg 


Asn 


Lys 


Val 


Tyr 


Asp 


Tyr 


Thr 


X I1X 


Cil ii 


Tyr 


Ser 


Al a 
nXa 


305 


50 






55 










fiO 










308 


Ser Val Lys Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


He 


309 


65 




70 










75 










80 


312 


Leu Tyr Leu Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


He 


Tvt 
xyx 


313 




85 










90 










95 




316 


Tyr Cys Ala Arg 


Asp 


Ala 


Tyr 


Tyr 


Gly 


Ser 


Tyr 


Trn 

xrp 


xyr 


Phe 


Asp 


VaX 


317 


100 










105 










110 






320 


Trp Gly Ala Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 












^9 T 


115 








120 


















324 


<210> SEQ ID NO 


8 
























325 


<211> LENGTH: 123 
























326 


<212> TYPE: PRT 


























327 


<213> ORGANISM: 


Mus 


musculus 


















329 


<22 0> FEATURE: 


























330 


<221> NAME/KEY: 


VARIANT 






















331 


<22 2> LOCATION: 


(1) 


..(123) 




















332 


<22 3> OTHER INFORMATION 


: HPCG14 ■ 


-hybridoma 












335 


<400> SEQUENCE: 


8 
























337 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro Gly 


Gly 


338 


1 


5 










10 










15 
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J *i X 


OCX UCU n j_ y ucu 


ocx 




Ala 


Thy 

X I1X 


Ser 


Gly 


php 

XT 1 


•P Vl T* 
X I IX 


tr lie 


Cor 

OCX 


Al a 


rue 


J ** £i 


20 










25 










^0 






j t j 


Tvr Mp1~ f^l u Trn 


Val 


A T*rr 


Gin 


Pro 


Pro 


Gly 


T.ue 
J-i jr o 


A T~(T 


XlC LI 


m ii 

vjr -L Ll 




He 


J *± o 


IS 








40 










4 R 








J *r -7 


Ala Ala Ser Arg 


Asn 




Ala 


J\ on 
noil 


A cm 


j-yx 


X 11X 


X 11X 


C "1 ii 
ul U 


xyr 


OCX 


Ala 
riX d 


350 


50 






55 










60 










j _? j 


Ser Val Lys Gly 


Arg 


Phe 


Phe 


Val 


Ser 


Ar g 


Asp 


X i IX 


Cp-r 


Gin 


Ser 


He 


j *j *± 


65 




70 










75 










80 


357 


Leu Tyr Leu Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Asp 


Thr 


Ala 


He 


Tvt* 
xyx 


J JO 




85 










90 










95 






Tyr Cys Ala Arg 


Asp 


Val 


Tyr 


Tyr 


Gly 


Tyr 


Asp 


xrp 


Tvt* 
xyx 


Phe 


Asp 


Val 


362 


100 










105 










110 






«J D J 


Trp Gly Ala Gly 


Thr 


Thr 


Val 


Thr 


Val 


Ser 


Ser 














115 








120 


















IRQ 


<210> SEQ ID NO 


• 9 
























O f \J 


<211> LENGTH: 101 
























371 


<212> TYPE: PRT 


























179 


<213> ORGANISM: 


Mus 


musculus 


















17A 


<220> FEATURE: 


























17 S 


<221> NAME/KEY: 


VARIANT 






















17fi 


<222> LOCATION: 


(1) 


.(101) 




















177 

Off 


<223> OTHER INFORMATION 


HPCG11- 


-hybridoma 














<400> SEQUENCE: 


9 
























382 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro 


Glv 


Glv 
vjxy 


383 


1 


5 










10 










15 




J O D 


Ser Leu Arg Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


He 


Thr 


Phe 


Ser 


Asp 


Phe 


387 


20 










25 










30 






390 


Tyr Met Glu Trp 


Val 


Arg 


Gin 


Pro 


Pro 


Gly 


Lys 


Arg 


Leu 


Glu 


xx p 


He 


391 


35 








40 










45 








394 


Ala Ala Ser Arg 


Asn 


Lys 


Ala 


Ser 


Asp 


Tyr 


Thr 


Thr 


Glu 


Tvt 
xyx 


Ser 


Ala 


395 


50 






55 










60 










398 


Ser Val Lys Gly 


Arg 


Phe 


He 


Val 


Ser 


Arg 


Asp 


Thr 


Ser 


Gin 


Ser 


He 


399 


65 




70 










75 










80 


402 


Leu Tyr Leu Gin 


Met 


Asn 


Ala 


Leu 


Arg 


Ala 


Glu 


Aon 
nop 


TVit* 

X 1 1 J. 


Ala 


Tip 

X X c 


Tvt* 
xyx 


403 




85 










90 










95 




406 


Tyr Cys Ala Arg 


Asp 
























407 


100 


























410 


<210> SEQ ID NO 


: 10 
























411 


<211> LENGTH: 88 
























412 


<212> TYPE: PRT 


























413 


<213> ORGANISM: 


Mus 


musculus 


















415 


<220> FEATURE: 


























416 


<221> NAME/KEY: 


VARIANT 






















417 


<222> LOCATION: 


(1) 


. .(88) 




















418 


<22 3> OTHER INFORMATION 


: HPCG12 


-hybridoma 












421 


<4 00> SEQUENCE: 


10 
























423 


Glu Val Lys Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly 


Leu 


Val 


Gin 


Pro 


Gly 


Gly 


424 


1 


5 










10 










15 




427 


Ser Leu Arg Leu 


Ser 


Cys 


Ala 


Thr 


Ser 


Gly 


He 


Thr 


Phe 


Ser 


Asp 


Phe 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/726,649 



DATE: 09/06/2002 
TIME: 11:06:37 ' 



Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF4\09062002\I726649.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



Seq# 


21 , 


; N 


Pos . 


16,103 




Seq# 


22 , 


; N 


Pos . 


16,77 




Seq# 


0 A 


r Vi 


Pos 


78 




Seq# 


25, 


• N 


Pos . 


38,42, 


54, 


Seq# 


26 


; N 


Pos . 


42 




Seqtt 


27, 


; N 


Pos . 


75,78 




Seq# 


28, 


; N 


Pos . 


75,78 




Seq# 


29, 


; N 


Pos . 


75,78 




Seq# 


30, 


; N 


Pos . 


75,78 




Seq# 


31, 


; N 


Pos . 


75,78 




Seq# 


32, 


\ N 


Pos . 


24,75, 


78 


Seq# 


33, 


'r N 


Pos . 


24,25, 


75, 


Seq# 


34, 


; N 


Pos . 


42 




Seq# 


36, 


\ N 


Pos . 


16,78 




Seqfc 


50 


; N 


Pos . 


5,6,8, 


11 


Seq# 


51 


■ N 


Pos . 


5,6,8,11 


Seq# 


75, 


■ N 


Pos . 


5,6,8, 


11 


Seq# 


76, 


; N 


Pos . 


5,6,8, 


11 


Seq# 


81 


■ N 


Pos . 


3,8,9 
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VERIFICATION SUMMARY DATE: 09/06/2002 

PATENT APPLICATION: US/09/726,649 TIME: 11:06:37 



Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF4\09062002\I726649.raw 



L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 



13 M:271 
881 M:341 
883 M:341 
904 M:341 
906 M:341 
934 M:341 
949 M:341 
951 M:341 
966 M:341 
985 M:341 
1002 M:34 
1019 M:34 
1036 M:34 
1053 M:34 
1068 M:34 
1070 M:34 
1085 M:34 
1087 M:34 
1102 M:34 
1130 M:34 
1132 M:34 
1321 M:34 
1339 M:34 
1633 M:34 
1651 M:34 
1717 M:34 



C: Current Filing Date differs, 
or "Xaa" used, for 



W 
W 
W 
W 

w 

w 

w 

w 

w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 
1 w 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 
(46 



'n 

i n n or « Xaa n use d 7 f or 

t n n or n Xaa n use d, for 

'n n or "Xaa" used, for 

'n" or "Xaa" used, for 

'n" or "Xaa" used, for 

'n" or "Xaa" used, for 

'n n or "Xaa" used, for 

'n n or "Xaa" used, for 



"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 

"n" or "Xaa" used, for 



Replaced 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#:2 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID# : 
SEQ ID#: 
SEQ ID#: 
SEQ IDS: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 
SEQ ID#: 



Current Filing Date 



1 after pos . 

1 after pos . 

2 after pos. 
2 after pos. 

4 after pos. 

5 after pos . 

5 after pos. 

6 after pos. 

7 after pos. 

28 after pos 

29 after pos 

30 after pos 

31 after pos 

32 after pos 

32 after pos 

33 after pos 

33 after pos 

34 after pos 
36 after pos 
36 after pos 

50 after pos 

51 after pos 

75 after pos 

76 after pos 
81 after pos 



0 

60 
0 

60 
60 
0 

60 
0 

60 

:60 

:60 

:60 

:60 

:0 

:60 

:0 

:60 

:0 

:0 

:60 

:0 

:0 

:0 

:0 

:0 
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"Id Diskette Needed 



OIPE 



Corrected D 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/726,649 



DATE: 09/04/2002 
TIME: 15:59:23 



Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\09042002\I726649 *raw 



C--> 



3 <110>' APPLICANT: Lerner, Richard A 

4 Sorge, Joseph A 

5 Winter, Gregory P 

6 - Riechman, Lutz 

8 <120> TITLE OF INVENTION: A new method for tapping the immunological repertoire 

10 -<130> FILE REFERENCE: 213839-00023 

12 <140> CURRENT APPLICATION NUMBER: 09/726,649 

13 <141> CURRENT FILING DATE: 2002-08-23 
15 <160> NUMBER OF SEQ ID NOS : 121 

17 <170> SOFTWARE: Patentln version 3.1 



ERRORED SEQUENCES 



2210 <210> 

2211 <211> 

2212 <212> 
<213> 
<220> 
<223> 
<400> 



E--> 
E--> 



2213 
2215 
2216 
2218 
2219 
2226i 
2232 



SEQ ID NO: 121 
LENGTH: 32 
TYPE: DNA 
ORGANISM: Unknown 
FEATURE : 

OTHER INFORMATION: 
SEQUENCE: 121 



Synthetic 



ccagatgtga gctcgtgata acccaggatg aa 



/doc # : 



32 



chlOl (213839-00023) 50054 945v2; 07/29/2002/time: 9 : 17 



-delete 



BEST AVAILABLE COPY 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/726 f 649 



DATE: 09/04/2002 
TIME: 15:59:25 



Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\09042002\I726649.raw 

13 M;271 C: Current Filing Date differs, Replaced Current Filing Date 



L 

L:881 M:341 W: 
L:883 M:341 W: 
L:904 M:341 W: 
L:906 M:341 W: 
L:934 M:341 W: 
L:949 M:341 W: 
L:951 M:341 W: 
L:966 M:341 W: 
L:985 M:341 W: 
L:1002 M:341 W 
L:1019 M:341 W 
L:1036 M:341 W 
L:1053 M:341 W 
L:1068 M:341 W 
L:1070 M:341 W 
L:1085 M:341 W 
L:1087 M:341 W 
L:1102 M:341 W 
L:1130 M:341 W 
L:1132 M:341 W 
L:1321 M:341 W 
L:1339 M:341 W 
L:1633 M:341 W 
L:1651 M:341 W 
L:1717 M:341 W 
L:2226 M:254 E 
L:2226 M:320 E 
L:2226 M:112 C 
M:254 Repeated 
L:2232 M:252 E 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 
46) 



"n" 
"n" 
"n" 
"n" 

n n .i 

"n" 
"n" 



"n" 

"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
»n" 

r. n n 

"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
11 n 



or 

or 

or 

or 

or 

or 

or 

or 

or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 
or 



"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa " 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa" 
"Xaa 
"Xaa 
"Xaa 
" Xaa 
"Xaa 
"Xaa 
"Xaa 
"Xaa 
"Xaa 11 
"Xaa 1 
"Xaa 1 
"Xaa' 
"Xaa 1 
"Xaa* 
"Xaa' 
"Xaa 



used, for SEQ ID#:21 after pos 
used, for SEQ ID#:21 after pos. 
used, for SEQ ID#:22 after pos. 
used, for SEQ ID#:22 after pos. 
used, for SEQ ID#;24 after pos. 
used, for SEQ ID#:25 after pos. 
used, for SEQ ID#:25 after pos. 
used, for SEQ ID#:26 after pos. 
used, for SEQ ID#:27 after pos. 
used, for SEQ ID#:28 after pos 
used, for SEQ ID#:29 after pos 
used, for SEQ ID#:30 after pos 
used, for SEQ ID#:31 after pos 
ID# : 32 after pos 
ID# : 32 after pos 
for SEQ ID#:33 after pos 
for SEQ ID#:33 after pos 
for SEQ ID#:34 after pos 
for SEQ ID#:36 after pos 
ID# 
ID# 
ID# 
ID# 
ID# 



used, . for SEQ 
used, for SEQ 



used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 



for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 



:36 
:50 
: 51 
;75 
:76 
ID# : 81 



after pos 
after pos 
after pos 
after pos 
after pos 
after pos 



0 

60 
0 

60 
60 
0 

60 
0 

60 
60 
60 
60 
60 
0 

60 
0 

60 

0 

0 

60 

0 

0 

0 

0 



x .. __ _ . t 0 

No. of Bases conflict, LENGTH : Input : 17 Counted: 54 SEQ: 121 
1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS 
48) String data converted to lower case, 
in SeqNo=121 

No. of Seq. differs, <211> LENGTH : Input : 32 Found: 54 SEQ:121 



46 
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